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[FE] HMY T CFH A rs1061170 HUZH TR Z M5 w006 A E, Jiik ik 2008 4F 10 A 3] 2009 4
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[ Abstract | Objective  To study the correlation between single nucleotide polymorphism of human
complement factor H gene (CFH) 151061170 and coronary heart disease. Methods A total of 243 patients
including 175 patients with coronary heart disease and 68 patients as controls who were admitted to the cardiolo-
gy of Daping Hospital from Oct 2008 to Jun 2009 were enrolled. Fluorescence quantitative PCR was applied to
detect the polymorphic genotype of CFH gene rs1061170 in the 243 patients. Frequency distribution of CFH
gene was analyzed in CHD patients and control individuals. The clinical metabolic parameters of subgroups with
different genotypes were compared. Results  The frequency distributions TT, TC and CC genotypes of CFH
gene 151061107 in the CHD group and the control group were 87.4% , 12.6% and 0 and 94.1% , 5.9% and
0, respectively. The difference between the two groups was not significant ( Chi square =2.293, OR =2.301,
95% CI1=0.762 -6.943, P>0.05). The frequency of T allele in the CHD group and the control group was
85.3% and 97.05% , respectively, and the difference was not significant ( Chi square =2. 164, OR =2.213,
95% CI =0.748 —6.546, P >0.05). The SBP, DBP, BUN and Cr of CHD patients with TC genotype were
significantly higher than those of the CHD patients with TT genotype ( P <0.05). Conclusion  Polymorphism
of CFH gene 1s1061170 may not correlated with the incidence of coronary heart disease in the Han population of
Chonggqing.
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1.1 —f&F#

ik 2008 4F 10 H $1] 2009 4% 6 7 7E3% B f: e 28 % 243 61,
R H BRI NBE, 947 56 Bk 5 (CAG) o 80 12 Wi 4K i
1979 WHO A5iA7 iy e i O R 2 Wikmafis , I 28 564K 30 ik i 5%
ARUESLHGIL (LA 2E Tk 32 ZERTRE S 22 100 B =2 A e bR 30 ik
R EBH L&D 1 ORI =50 % A B Uk
AR) 0 A 175, Hh 3B 107 B, Ltk 68 i, AR i
(64.65 £10.89) %, AEFELCoa 4 (X ARAL) 68 4], 5514 32 44,
k36 B, AR (57.59 £ 11.63) % . Zeif [l s R4 R AY |
S 2 KA IR Bl ko A S HE R e O . T WE ST X
GHWCEIRRTERE, I R B R (BMD) 58 X
G5 PRDUGE NS BRANAE BB | i B 1)k e
PEGIR SR, A MR F MG R BT
1.2 Fi&
1.2.1 SEEGREARRE  FrAWFSE xS 8BS R kA,
FHREUE K 41 DNA FA=fLF bR A0 2 o B2 I # ikafn 3 ml,
FE4 [ B AT A G 2 I It A ( FBG) (23 BRI 36 (FIN) (H
MR (TG) % BE G 4R 1 I [ B ( LDL-C) | % B i & (4 AR
[E% (HDL-C) \#AR# F1 (APO-B) | C S 8 1 (CRP) g fiH [
EE(TC) JRZEA (BUN) HLEF(Cr) JREE (UA) . &S E AL
EHC(IRT) 45 HOMA Model 45, 45 A3 R4 4N & # bk i, 2
ml, EDTA $uBEAb3E , (RAET - 20 CokFE T
1.2.2 P40 DNA SRHC 25 BESREUAY AP E & kol 2 ml i
HORLEY - R R A DNA, 84140 606 BE U 2 DNA
i, BRI FRL VK R DNA. (14 52388
1.2.3  HEWRESN B TSP H R B
FHEAZEWF 54T, CFH FH 1277T/ C 5 L5190 . 1
2424 5'-TCA TTG TTA TGG TCC TTA GGA AA-3'; T84
J35'-TTA GAA AGA CAT GAA CAT GCT AGG-3', PCR & 4
£ ( ABI 7900HT %552 5 PCR %) :95 C Witk 2 min |, 4R
JEH 95 CAEPE 20 s .58 CiR K AR 40 s Z5h30E4T 40 A5
o 5ImAETAY TR LE) BRAF S, PCR § 1™

YK R 240 bp, fii ] PCR =Wy 4l AR & ( RARAfb A 7))
XF LR PCR =y kA7 2l (B AR DL Wl 43) o alifk
) PCR ™4y ELEE 5 0 R 1 V0 A e AR A BR A B 58 Al
1.2.4  TagMan #4+536E & PCR

1.2.4.1 5% J TagMan ££% B LRSI T
TagMan ¥ %1 7¢ J6 PCR., L ¥ 51 ¥ A 5 -GGATGGCAG-
GCAACGTCTAT-3' ; FiiE5| 4} 5'-TCATTGTTATGGTCCTTAG-
GAAAATG-3' ; %4 1 3 FAM-CTTTCTTCCATAATTTTGATT-
MGB; ¥4l 2 4 HEX-TTTCTTCCATGATTTTGATT-MGB, 3| %)
K TagMan R4F ARSI F W T, B L E A TRA R
Al G .

1.2.4.2 ZHEEE PCR #GE R PCR RMWIAZRII TR 10 x
PCR WM 2.5 pl,2.5 pmol/pl d NTP IR S 2 wl, BF
W54 20 pmol/ul 45 0.5 pl, TagMan #£4F 1 K 2 £50.25 pl, 2
R RRFR 30l SRJEHE 95 CARME S 5,60 CilR K JFEA 30 s
ZAEHEAT 40 DMEFR, PCR 738 =K B2 131 bp, PCR #iK
PCR " 3 Y515 7 B4 X6 B ( LA TG B 25 8 T4l K AR AR DNA3
), RIS i ABI 7900HT % 3¢ % 5 & PCR Y 521 2% 5%
PCR S5 B RIFE N R GEXTAEAS AT 4078

1.3 %itFo#

B34 HFH SPSS 15. 0 for Windows 317, iR & + 5
R, T B AH A O 4 By Hardy-Weinberg P-4 , B &
KU 220 XA, 22 BRI TP R 4 g
568U 2L FITXGT FB 2 2 T) 5 A I PR Bk (AT 1% L 1 0 L ZE AL 48
55%) M CFH PR 4345 A Z 1Y) 22 5 OS] CFH 3[R L 2 1) 4%
TR AT T . T 8 TR 5635 S UM AR A 560

2 HR

2.1 WA ARG RTA T

SR AL AT TR IR R s T =R (TG) RIH
BE(TC) \LDL-C ¥ 88 % 5 T4 BAZ, 1] HDL-C Yk B A% T % BR 21
(P<0.05,% 1), MMLIMERNTE B 2R (P>0.05),
2.2 HBEMNAFLEZR

REMLIEER 40 BAEAS (4 35 56 00 95 21 Je %) B ) PCR j™= 4y
CFH $LH rs11061170 {37 5 B EN P45 3R W4l &5 (TT JEHFAY)
37 B, 225 (TC) 3 FIPIFIAIF] () CFH KL R P 4528
2.3 TagMan 34t 5% K€ & PCR 4%

R[] g 2537 2 TR Yo 87 AR ) B4 8 516, MR AR [R] By C {8 T
R AR BRI TR AR A P34 5CR A 58 e M ), T LA 25
BN R — 2k R B MR SR AL RO, AR — S (1), H
RIGE IS H A P S5 R —2

F1 BERNBEABEEOCRAMEZABERTRBOLR (5 5)

215 n AR (4) J il (em) BMI( kg/m?) FIN(wU/ml) FBG (mmol/L) IRI TG ( mmol/L)
TEOWAE 175 64.65+£10.89a 87.72 £10.26 24.46 +3.56 8.01 £15.55 5.50 +1.30 1.77 £2.35 1.69 +0. 832
X B4 68 57.59 +11.63 87.29 £9.57 24.22 +2.68 7.63£12.73 5.34+1.54 1.84 +3.09 1.23+0.77

24 51 n HDL( mmol/L) LDL( mmol/L) Apo-B(g/L) TC(mmol/L) BUN( mmol/L) Cr( pumol/L) UA (pmol/L)
oA 175 1.12 £0.21% 2.69 +£0.64° 0.83 +0.24 4.68 +0.87° 5.43 +2.06 77.77 +£23.72 334.1 £ 100. 64
popiE| 68 1.36 £0.23 2.45+0.65 0.85+0.24 4.49 £0.91 5.17 £1.91 73.47 £19.58 321.1+121.95

a:P<0.05,5 %+ pB 4a rb &



533 B 21 1 BO= T OE Kk ¥ ¥ ) Vol. 33, No. 21
2284 2011 4E 11 A 15 H J Third Mil Med Univ Nov. 15 2011
, __ — 3 i

9.0 i = SIS RE B AL AR A VLR , KRBT 5T R,
— sol A VAR RIS I T 5 BRI RE R A A . IE
o gt B BTN 53 (9 PLE 53 45 £ B e o s 24
S idiat il POBERAD MBI . 75 AS AL, ¥h K £ 32
S 6O{HHEH e S ok 26 LA A 5 R AR O o CFHL v e 3 ik g
SN | g TR, S 45 A C3b IEE T SR BR AR C3 B AL
2 R 7 3%, 76 30 ok 1A 52 1) 4 J22 400 0 4 £ R
=40 IRRusil CFH JE[ (255 23 SN 7, 60 F Y (o 1g31, CFH 3
3.04HHE WAV T4 9 ANB T, 0 1277 fir' b C AR T
20 ROZE7s B4R T O R BLAT I R (Tyr) 402-2 % i

13 15 1.7 19 2.1 23 2.5 27 2.9
ST IR (% 1) (HEX-1)
25 R NTC; 3,577 FAM 46 6-F s w542 A B T, B TT A B &

GETRAT,FTCARA
B 1 TagMan $REt555EEE PCR 47 243 I E E 4 B EiE

2.4 CFH AR rs1061170 % &/15 S8 E 5 H

2.4.1 CFH H:[X rs1061170 22 257 s ity 3 DA 50 Kz 25 a7 F5 [K] 4t
AT PR AL B R 2 RSB (K =

2.293,0R =2.301,95% CI 7 0.762 —6.943,P >0.05) 50>
A T ZE i LA R N 85.3% , % HALH ol 97. 05% , Wi 20 45 i ik
AR TS T2 X (x° =2. 164, 0R =2.213,95% CI =
0.748 —=6.546,P>0.05) (£2) .

2.4.2 24 CFH £ [H rs1061170 22 3540 55 A [r] 3 PR &Y 1) 4% 1
ePRIbEr AR TT JEFE ALY TC JL A AFEM L, #5445
TC F:[H A2 SBP . DBP BUN Sr ¥ 751, 2 R B H it X
(P<0.05), XfNEZH A [A] F PR 0 (] 47\ BMI Je AR5 A7 19 L
B TT BRI A5 TC R ABEY 2 5 EHIT 2 (P >
0.05),W.3% 3,

(His)402(rs1061170 ) () 25 1 2 251 2 B /K i 208
1 HAL ey 18 2 A R U I B0 S L 1R T 4 el Ay . Sk
MR B AR K 52 CFH 52 CRP 454 F&AIL CFH X}
C3b BYEFN T, Il 55 HAMA 2 48 19 K& VR At R 7E
FIPY o DT S i S R R RE AL A T

TEARMIFFE o LA EE PRDUE N B W58 % 42, FE AR X
F PCR-RFLP L V) A E 0 A v e & H A B 2411
R Bl PR T R A S i R R AR B M RS O L R
H TagMan FREFEAR 28 AR FXTF5-38 PCR, X} SNP
DS AN A R AR o, 1 LT B S e A S H
SNP (o7 45 B4R o & BE O 4 b s D BE AR 1 58 L5
e AR B HER . il TagMan 5980 E &
PCR $R X} 243 f4i] DNA FEA #1753 A, FE 8K PCR
E s ab e B e S 2 ) R s | B S A B e PR
1oy R ME R R B 5E 45 R PR CFH BE
151061170 f TT . TC ,CC F:[H IS %4045 2 % o 53T
2B (Y =2.293,P >0.05), 5 Meng %" £ 580

2 M Cri REABE 06170 EREREAHH A B (RO 45 L — 0, 1] Pulido 25" BF5 493
" e o
SHRARE A E— 128 TR s B A 19 F 5 SRAIE W) CFH S8 22 A4
wn e il 5 CHD A7 M6 #E . Pai™ S5 17 6 ~ 8 4, i i BF 5%
- ® =« 7 ‘ 266 {9] 3 VEA 249 {2 ¥, 45 5 % B CFH 5 1K 2 254
SELWAL 175 153(87.4) 22(12.6) 0 128(85.3) 22(6.3) R T S 2 85 ) . Goverdhan %[13] {6 T 5
XHRZE 68 64(94.1)  4(5.9) 0 132(97.05) 4(2.95) %HStark%m: WF5216 1 ) 8 [ A % 9 CFI L 6 £ 4
%3 248 CFH E[H rs1061170 7546 m A EE E B R IGFERIEE (x +5)
A REREA n AERR (%) BMI( kg/m?) SBP(mmHg) DBP( mmHg) IRI Bun( mmol/L) FIN( wU/ml)
oA TT 153 64.58 +11.01 24.58 +3.66 125.82 +13.23 72.05 +8.06 1.77 £2.39 5.28 +1.91 6.95+8.28
TC 22 65.14 +10.23 23.64 £2.79 135.03 £19.60°  77.54 +12.492 1.73 £2.09 6.50 +2.70a 15.37 +37.97
T4l TT 64 58.08 =11.10 24.11 £2.64 128.80 +13.95 76.53 +11.04 1.88+3.18 5.23+1.95 7.61 £13.06
TC 4 49.75 £18. 66 25.98 +3. 14 141.50 £19.21 84.00 +20. 59 1.17 £0.58 4.15 £0.73 7.89 £6.25
A5 SR n FBG(mmol/L)  TG(mmol/L)  HDL(mmol/L) LDL(mmol/L)  TC(mmol/L) Cr( wmol/L) UA ( pumol/L) Apo-B(g/L)
LA TT 153 5.53+1.32 1.37 +1.04 1.14 £0.28 2.45£0.72 4.51+1.21  76.30 £23.60 330.37 £101.37  0.83 £0.24
TC 22 5.31+1.18 1.56 +1.01 1.11 £0.34 2.55+0.83 4.46£1.28  87.98 +22.48* 360.10+94.32  0.86+0.24
XTH4L TT 64 5.21+1.15 1.26 £0.71 1.22+0.33 2.48 £0.66 4.49+0.96  73.28+19.97 322.98+114.99  0.84 +0.24
TC 4 5.31+1.54 1.28 +1.08 0.98 +0.06 2.02+1.30 5.29+0.98  76.58 £13.20 292.30 £230.86  1.00 £0.22

a: P<0.05,5 TT A F A 20 k4%
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Ph5 56O =22 (6] JC I B B R e o Zee 2510 3 BIFSE
685 il = R NBE & Iz N 2 280 5.0 WU ZE A
AN . AT 25 RAEAR ] ) A FRHE T I HLAL
e APV BE 4O R 2 a5 T A REAS R £ HE ST Oy
PAE IGO0 5 H 4598 — 3%, £ W] CFH K
rs1061170 7] G 1 P Hb XI5 R %) 500 5 T A 5
Pho SCHF meng 210 1 BESE LSS . AHFSEHE—
B TT JEPIAY RS TC R B AHEAE L, 78 w0 41
{4 SBP .DBP .BUN Cr 2 #{[f] 25 % A G it2¢ 5 X, TC
FEDINTER TT 5 DR AU R B 0 3G 5, 1 76 1E % % AR
A FE AR TCH] B 25 5. ARS8 HE CFH BB TC
SR RUHEA 2 L TT P RS 5 R AR AR I A OGP
BEAS P (aged-related macular de-generation, AMD ) 5
2.5 45" AMD SEh ki RERE AL AT S VI 06 2R, 4141
SEBESE & AMD HAT B BT AR | 48 P 24 B 122 3 4
SRS RERE AL i ke AR o R L T e B0 ik ol A
B A P A R, 1 o et ks 28 1 7™ M AR ek Co s 4H
o TC [N ZH %) SBP . DBP BUN Cr % TT K& [H 4H 7
(P <0.05) , ifit H Ao 3 e mT fin = 55 0 v /N 3 ok i) i Ak
fEHERERE 1 F B, BUN 1 Cr 764K PN & AL T AT BE
KA FE . SR E AN AT BB R R
JLEL BUN  Cr A R — A4~ 57 (9 Al e AR, g8 H 5
CFH E& K AH S 4 T8, 30547 1 A 93 0, 324 i A
PHE| BUN Cr 7] fig to /2 5k 0 5 A9 A% 8 18 6 PR+ v i
JE PRI R0 55 R R Z AR E] Z A fa ke R R . i
CFH J [R5 502 75 AT RE AT Ay 52 1) 2y Tk A A 1) fs 85 4
b, i fr it — 2P

B2 ARSI H B CFH JE [ 151061170 £
BNES A 5 R DUBE AR i 0 B B AHOC o el
A B e 22 R 3R I O A, AEAE R | I 5K b X
M2E 5, IR A R A, Hijf ¢ CFH B 1 2
50 M0 S5 e K AR R SR B DAL RIS AN A
CFH BEPH 25 S 7 2h ok ok B A5 1k 2ok 72 vh 8 U0 A% 7 FH AL
AR A RS, XA B Tk — 20 I CFH
FERAEC M A BRI R A R X ek U i FE A1)
i A R R i B LA R R e R A S
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